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Supplementary Figure 1. Transcriptomic and proteomic dynamics of FSTL1 across tissues before and after 
exercise. Log₂ transformed expression values for FSTL1 mRNA and protein across (A and B) skeletal muscle, (C
and D) subcutaneous adipose tissue, and (E) whole blood (transcriptomics only) across control, endurance, and 
resistance exercise groups at various exercise and recovery timepoints. Data adapted from the Molecular 
Transducers of Physical Activity Consortium (MoTrPAC) Visualization Portal (https://data-viz.motrpac-
data.org/precawg/). Data used under open-access usage guidelines and no external copyright permissions were 
required.



Supplementary Figure 2. Transcriptomic and proteomic dynamics of LGALS1 across tissues before and after 
exercise. Log₂ transformed expression values for LGALS1 mRNA and protein across (A and B) skeletal 
muscle, (C and D) subcutaneous adipose tissue, and (E and F) whole blood across control, endurance, and 
resistance exercise groups at various exercise and recovery timepoints. Data adapted from the Molecular 
Transducers of Physical Activity Consortium (MoTrPAC) Visualization Portal (https://data-viz.motrpac-
data.org/precawg/). Data used under open-access usage guidelines and no external copyright permissions were
required.




