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GO-BP Enrichment Analysis - Equine Pr s
Top 96 most significant GO Biological Processes
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Database: 80 GO-BP terms | Binomis! test p<0.05 | Min 2 genes overlap

Figure 1. Most significant Gene Ontology Biological processes enriched among
comparisons between LPS and control EC groups (circular dots), LPS/EV and control

EC groups (triangular dots), LPS/EV and LPS groups (square dots).



Equine PURE EV EFFECTS Analysis
(121 proteins with significant LPSEV vs LPS changes)
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Figure 2. Heatmap representation of all 121 proteins with significant LPS/EV vs. LPS
changes, representing the “pure EV effect”. Z-score normalized expression values are
displayed, with red indicating higher and blue lower relative expression. Left
annotation columns: EV_Effect (green = enhanced by EVs, red = suppressed by EVs,
white = not significant in LPS/EV vs. LPS comparison); Significance (in gray scale
ranging from black = P < 0.001 to white = not significant); LPS Response (red =
upregulated by LPS, blue = downregulated by LPS, white = not significant in LPS vs.
ECs comparison). Upper colored bars indicate experimental groups: light blue (ECs),

red (LPS), orange (LPS/EV).



