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Supplementary Table 1. Comparative analysis of metabolite levels in fecal, serum, and urine 

samples between clusters cL and cH 

 

Only metabolites with P ≤ 0.05 are included. P-values were calculated using both parametric (t-test) 

and non-parametric (Mann-Whitney U) tests, according to the results of the Shapiro-Francia 

normality test. Mean or median values are reported depending on the applied test.



 



Supplementary Figure 1. Correlation between physiological parameters and bacteria assessed using the Kendall test. The ꞇ index defines the color scale (blue for 

negative correlation, red for positive correlation). Asterisks indicate significance levels: *0.1 < P < 0.05; **0.001 < P < 0.01; ***P < 0.001. Bacterial taxa that 

changed after treatment are shown in bold. 


